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Abstract. The common quail (Coturnix coturnix Linneaus, 1758) belongs to a genus with a
small variety of species, inhabiting a huge area, which has given the opportunity to
distinguish several subspecies. An important element for the common quail’s population
diversity, which is relatively poorly studied, is the possibility of inter-species hybridization
and intraspecies crossbreeding. The main scientific focus is in the direction of relationship
between common and Japanese quail. The analysis of possible other possibilities of
interaction between the different species of the genus Coturnix and the separate subspecies
gives serious grounds for a far broader consideration of the common quail hybridization
issue.
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Introduction

The common quail is the most widespread member of the genus, and shows a great
variety of subspecies, with possible contact with other Coturnix representatives. This is due
to the overlap of the common quail distribution area with some of the other genus members
(Lukanov 2020). On the other hand, intraspecific contact is possible, especially between the
Eurasian one (C. c. coturnix Linneaus, 1758) with other subspecies. There is also a serious
problem with the release of domestic quails in many countries within the range of the
common quail (EC 2009). These factors rightly raise questions about the possibilities for
hybridization and maintenance of genetic purity of some Coturnix species, as well as the
actual intraspecific diversity in common quail.

Common quail x Japanese quail hybridization problem

The possibility of crossing common quails with Japanese quails (Coturnix japonica
Temminck & Schlegel, 1848) is one of the serious problems for maintaining the genetic
purity of the species (Derégnacourt 2000, Derégnacourt et al. 2005, Barilani et al. 2005,
Huisman 2006, Charaza et al. 2010). There are two main possibilities for such
crossbreeding: natural hybridization with wild Japanese quails in the areas of common
habitat and natural hybridization with domestic quails in the habitat of the common quail.
The first possibility is with a minimized human factor, mainly theoretical, and could not
have a serious impact on the two wild populations: the common quail and the Japanese
quail. The second is far more disturbing, which can occur mainly in two directions, one
related to the resettlement of Japanese quails as a hunting ground in some southern
European countries, and the other is the accidental or deliberate release of surplus males
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from farms to obtain of quail eggs for consumption. The resettlement of domestic quails has
been practiced since the second half of the last century in some parts of Europe, where the
common quail is a valuable hunting object. The purpose is to hunt them during periods
when the number of wild quails is decreasing (EC 2009). Similar practices are known in
France, Italy, Greece, Montenegro, Serbia, Romania and Bulgaria (EC 2009, Sanchez-
Donoso et al. 2012, Nankinov 2016). It has been established that in game breeding farms for
quails for resettlement over 85% of the population has a predecessor Coturnix japonica,
despite the use of the main species Coturnix coturnix (Sanchez-Donoso et al. 2012). A genetic
study conducted in Catalonia (Spain) found that about 5% of all wild quails tested (n = 160)
carried genetic material from Japanese quails (Puigcerver et al. 2000). Despite the
resettlement, there is no tendency to increase the share of Japanese quail or hybrid birds in
Spain, with a total share of 4.7% (Puigcerver et al. 2007). Another possibility of
"contamination” of the genome of wild common quails involves the release of domestic
quails, especially redundant males, from farms. It is not to be neglected at all, due to the
growth of domestic quail farming over the last three decades, especially in countries part of
the range of the common quail. In many European and Asian countries (Spain, Portugal,
Italy, France, Ukraine, Russia, Turkey, China, India and others) there is a serious quail
farming. In recent years, one of FAO's programs to tackle hunger in the world's poorest
regions has been to fund non-profit-oriented quail farming, the main beneficiaries of which
are mainly African countries (OECD/FAO 2016).

Other hybridization opportunities

It seems that the main focus is on the common quail in Europe and especially the
hybridization of the Western European part of the population with the Japanese quail. In
fact, in continental Europe this is the main opportunity for inter-species crossbreeding. This
is not the case with the common quail in Africa and Asia. Crossbreeding can occur between
the common quail and the harlequin quail (Coturnix delegorguei Delegorgue, 1847) found in
Africa (bbb.vingolato.be). Although there is no confirmed hybridization between the rain
quail (Coturnix coromandelica Gmelin, 1789) and the common quail, the appearance of such
hybrids in the areas of natural overlap of their habitats is possible (McCarthy 2006). At this
point, the possibility of crossing wild quail from different species of Coturnix, has significant
ambiguities. Such a wider exchange of genetic material between species in areas of common
habitat could be studied using modern methods of genetic analysis of wild populations
inhabiting Europe, Asia and Africa.

Intra-species crossing

Another interesting point that still lacks serious debate is about the individual
subspecies of Coturnix coturnix, the possibilities for subspecies crosses and their actual
existence. In common habitat areas of the two African subspecies there is a possibility for
their meeting with the Eurasian subspecies, which may lead to their crossing (Lukanov
2020). Island populations are also not completely isolated. There is an opportunity for them
to meet with the main subspecies, and even with Japanese quails (Puigcerver et al. 2001).

Conclusion

Common quail hybridization has been studied too one-sidedly, emphasizing mainly
the influence of Japanese (domestic) quails on the Western European population of the
species. It is desirable to pay attention to the rest of the population living in Africa and
Southeast Asia, where there is the opportunity of contact with other members of the genus.
The possibilities for the exchange of genetic material between representatives of individual
subspecies of common quail calls into question the intra-specific taxonomy.
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